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Buckwheat (Fagopyrum esculentum) is recalcitrant to culture-based transformation and genome-
editing. Here, we developed a genome editing method for buckwheat for the first time using in
planta Particle Bombardment ((PB). With the iPB method, 27.4% plants (‘IH3’) grown from the
bombarded shoot apical meristems showed GBSSbh mutations. Subsequent selection for
inheritance of the mutations to the next generation identified two independent GBSSh mutant
lines. The mutations were also introduced into the ‘18Nde6’ line that carries the GBSSa mutation.

Screening of GBSSa, GBSSbh double mutants, expected to produce waxy starch, is underway.
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