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Intestinal bacteria of Armadillidium vulgare inhibits fungi
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Armadillidium vulgare, which is a soil animal has a significant impact on the soil nutrition by
feeding on dead plant and animal matter and expelling the decomposed matter. Hence, A. vulgare
may interact with microorganisms due to their habitats, which is poorly understood. Our group
isolated a bacterium Brevibacterium sediminis H4 from the feces of the A. vulgare, which inhibits
the growth of fungi. This bacterium inhibited fungi growth even when it was inoculated in another
medium from where fungi was grown, indicating that it produces a volatile antifungal substance.
Gas chromatography-mass spectrometry detected dimethyldisulfide (DMDS) in the culture
headspace of this bacterium, and anti-fungal activity was confirmed by chemically synthesized
DMDS. These results identified DMDS as one of the volatile antifungal substances produced by
strain H4. PCR and qPCR using Brevibacterium-specific primers detected the genus in the feces
and hindgut of most of the individual A. vulgare examined suggesting that this bacterium is a
common intestinal bacterium in A. vulgare. The results of this study may lead to a new model for

interactions among bacteria, fungi, and animals involving volatile substances.
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